.38 a a, 130 markers were used in the F2 population and in the primary survey of the IRK-BC4F2 and KSI-BC4F2 populations (see Fig. 1 for details). b and c, Additional markers used in the IRK-BC4F2 and KSI-BC4F2 populations, respectively (see Fig. 1 for details). d, Primer sequences of insertion/deletion markers: Hd1-ID006, 5′-GTGCGTGGCGTGCGACGT-3′ (forward), 5′-CTCAGCGAGGACGGAGGTGGCC-3′ (reverse); BX000503_3, 5′-GGGGCAAAGAAGAGGAATTT-3′ (forward), 5′-TTCCTCCTCTCCGATCCTCT-3′ (reverse). e, Primer sequences of the SNP marker GS3_ID001_3: 5′-TTTTTTTTTTTTTTTTTTTTGCAGGCTGGCTTACTCTGTG-3′ (forward, specific to IR64 allele), 5′-GCAGGCTGGCTTACTCCCTT-3′ (forward, specific to Koshihikari allele), 5′-ACAACTGTATATATATTTCTTGCAGGGT-3′ (reverse).
Position (Mb) Position (Mb) Position (Mb) Position (Mb)
Supplemental Table 2 . Graphical genotypes of the 42 IRK-CSSLs (IR64 introgression in Koshihikari background)
Line No.  SL2001  SL2002  SL2003  SL2004  SL2005  SL2006  SL2007  SL2008  SL2009  SL2010  SL2011  SL2012  SL2013  SL2014  SL2015  SL2016  SL2017  SL2018  SL2019  SL2020  SL2021  SL2022  SL2023  SL2024  SL2025  SL2026  SL2027  SL2028  SL2029  SL2030  SL2031  SL2032  SL2033  SL2034  SL2035  SL2036  SL2037  SL2038  SL2039  SL2040  SL2041  SL2042 Marker name Chr Mb Supplemental Table 3 . Graphical genotypes of the 40 KSI-CSSLs (Koshihikari introgression in IR64 background) .85 B B B B B B B B B B B B A B B B B B B B B B B B B B B B B B B B B B B B B B NIAS_Os_ah04000665 4 18.25 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B .40 B B B B B B B B B B B B B B A B B B B B B B B B B B B B B B B B B B B B B B NIAS_Os_ad08011632 8 26.84 B B B B B B B B B B B H B B B B B B B B B B B B A B B A B B B B B B B B B B 
P0175 1 0.52 B A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A

B A A A A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A A P0187 1 7.57 B A A A A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A A NIAS_Os_ah01000711 1 9.94 B A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A NIAS_Os_ah01000725 1 10.56 B A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A NIAS_Os_ad01006120 1 13.69 B B A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A
A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A NIAS_Os_ah11000714 11 20.87 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A NIAS_Os_ah11000740 11 21.18 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A NIAS_Os_ah11000791 11 21.97 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A P0511 11 24.73 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A NIAS_Os_ae11004459 11 25.14 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A RM2191 11 26.97 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B A A A A RM2064 11 29.33 A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A A B
Line No. SL2101 SL2102 SL2103 SL2104 SL2105 SL2106 SL2107 SL2108 SL2109 SL2110 SL2111 SL2112 SL2113 SL2114 SL2115 SL2116 SL2117 SL2118 SL2119 SL2120 SL2121 SL2122 SL2123 SL2124 SL2125 SL2126 SL2127 SL2128 SL2129 SL2130 SL2131 SL2132 SL2133 SL2134 SL2135 SL2136 SL2137 SL2138 SL2139 SL2140B B P0704 4 17.
B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B
B B B B B B B B B B B H B B B B B B B B B B B B A B B A B B B B B B B B B B B B
B B P0425 8 28.
B B B B B B B B B B B B B B B B B B B B B B B B A B B A B B B B B B B B B B B B Chromosome size (Mb)
28.53 P0142 9 0. .36 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B 
B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B NIAS_Os_ah09000161 9 2.24 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B P0762 9 3.48 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B NIAS_Os_ah09000176 9 3.95 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B NIAS_Os_ah09000235 9 4.53 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B P1661_2 9 5.67 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B B NIAS_Os_ah09000291 9 6.79 B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A B B B B B B B B B B NIAS_Os_ah09000421 9 10.70 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B B B B B B NIAS_Os_ah09000471 9 12.40 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B
NIAS_Os_ad11000354 11 0.81 B B A B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B NIAS_Os_ah11000149 11 1.55 B B A B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B P1068 11 2.50 B B A B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B P0487 11 4.06 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B NIAS_Os_ah11000314 11 5.64 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B B B B P0942 11 7.83 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A B B B B P0943 11 8.38 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A B B B B NIAS_Os_ah11000383 11 10.12 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B
B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A H B B B NIAS_Os_ae11004459 11 25.14 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A B B B RM2191 11 26.97 -H B B B B B B B B -B B B B -B -B B B B B B B B B B B B B B B B B B A B --RM2064 11 29.33 -H B B B B B B B B -B B B B -B -B B B B B B B B B B B B B B B B B B A B --Chromosome size (Mb)
31.22 Size Table 5 . Mean values for grain length and grain width in 37 KSI-BC4F2 populations, and graphical genotypes of their parental BC4F1 plants 12-4203 12-4204 12-4205 12-4206 12-4207 12-4208 12-4209 12-4210 12-4211 12-4212 12-4213 12-4214 12-4215 12-4216 12-4217 12-4218 12-4219 12-4220 12-4221 12-4222 12-4223 12-4224 12-4225 12-4226 12-4227 12-4228 12-4229 12-4230 12-4231 12-4232 12-4233 12-4234 12-4235 12-4236 12-4237 12-4238 12- 
NIAS_Os_ah12000026 12 0.74 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B B NIAS_Os_ah12000107 12 1.93 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B H P0523 12 3.02 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B H NIAS_Os_ah12000214 12 3.20 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B H NIAS_Os_ad12001048 12 3.41 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B H NIAS_Os_ah12000261 12 3.74 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A B H P0527 12 6.76 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A H NIAS_Os_ah12000440 12 8.85 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A H NIAS_Os_ad12003504 12 9.21 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A H NIAS_Os_ah12000506 12 9.78 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A H NIAS_Os_ah12000717 12 14.63 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B A A H NIAS_Os_ah12000769 12 16.69 B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B B
Y Y Y Y Y Y Y Y Y N N Y N N Y Y Y N N Y N N Y Y N N N Y Y Y NN N N N Y Y Y Y Y N N Y Y N N Y Y N N N Y N Y Y Y N Y Y Y N NA A A A A A A A A A A H A A A A A A A A A A A A A A A RM3828 2 7.65 A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A A RM5699 2 8.98 A A A A H A A A A A A A A A A A A H A A A A H A A A A A A A A RM5210 2 12.67 A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A RM5812 2 15.90 A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A RM7426 2 16.68 A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A RM2634 2 20.50 A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A A RM6379 2 23.57 A A A H A H A A A A A A A A A A A A A A A A A A A A A A A A A RM1367-1 2 27.07 A A A H A H A A A A A A A A A A A A A A A A A A A A A A A A A RM13958 2 31.20 A A A H A H A A A A A A A A A A A A A A A A A A A A A A A A A RM3789-1 2 34.69 A A A H A A A A A A A A A A A A A A A A A A A A A A A A A A A RM3850 2 35.43 A A A H A A A A A A A A A A A A A A A A A A A A A A A A A A A RM4108 3 0.54 A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A RM4352 3 4.32 A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A RM5442 3 5.53 A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A RM1338-1 3 8.39 A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A RM1371 3 9.94 A A A A A A H A A A A A A A A A A A A A A A A A A A A A A A A RM5551 3 12.93 A A A A A A H A A A A A A A A A A A A A A A A A A H A A A A A RM6080 3 13.93 A A A A A A H H A A A A A A A A A A A A A H A A A H A A A A A RM1334 3 17.42 A A A A A A H H A A A A A A A A A A A A A A A A A H A A A A A RM7134 3 22.01 A A A A A A A H A A A A A A A A A A A A A A A A A H A A A A A RM6266 3 23.82 A A A A A A A H A A A A A A A A A A A A A A A A A H A A A A A RM6736 3 27.32 A A A H A A A H H A A A A A A A A A A A A A A A A A A A A A A RM5813 3 30.98 A A A A A A A H H A A A A A A A A A A A A A A A A A A A A A A RM1352-1 3 32.35 A A A A A A A H H A A A A A A A A A A A A A A A A A A A A A A RM3329 3 35.60 A A A A A A A A H A A A A A A A A A A A A A A A A A A A A A A RM335 4 0.69 A H A A A A A A A H A A A A A A A A A A A A A A A A A A A A A RM7200 4 4.04 A H A A A A A A A H A A A A A A A A A A A A A A A A A A A A A RM6659 4 6.58 A H A A A A A A A H A A A A A A A A A A A A A A A A A A A A A RM16616 4 12.05 A H A A A H A A A H A A A A A A A A A A A A A A A A A A A A A RM5633 4 13.08 A H A A A H A A A H A A A A A A A A A A A A A A A A A A A A A RM16760 4 17.10 A H A A A H A A A H A A A A A A A A A A A A A A A A A A A A A RM1359-1 4 20.03 A A A A A A A A A H A A A A A A A A A A A A A A A A A A A A A RM17148 4 24.24 A A A A A A A A A H H A A A A H A A A A A A A A A A A A A A A RM1354 4 26.30 A A A A H A A A A H H A A A A H A H A A A A A A A A A A A A A RM3916 4 28.76 A A A A A A A A A A H A A A A H A A A A A A A A A A A A A A A RM3534 4 31.16 A A A A A A A A A A H A A A A H A A A A A A A A A A A A A A A RM3466 4 34.05 A A A A A H A A A A H A A A A H A A A A A A A A A A A A A H A RM5608 4 35.36 A A A A A H A A A A H A A A A H A A A A A A A A A A A A A H A RM7030 4 35.38 A A A A A H A A A A H A A A A H A A A A A A A A A A A A A H A RM1248 5 0.09 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM6517 5 2.91 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM18107 5 6.83 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM4691 5 7.03 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM18194 5 9.35 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM5140 5 13.54 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM1237 5 18.02 A A A A A A A A A A A H A A A A A A A A A A A A A A A A A A A RM1386 5 20.06 A A A A A A A A A A A H H A A A A A A A A A A A A A A A A A A RM4501 5 22.11 A A A A A A A A A A A H H A A A A A A A A A A A A A A A A A A RM3476 5 23.91 A A A A A A A A A A A H H A A A A A A A A A A A A A A A A A A RM3809 5 26.65 A A A A A A A A A A A H H A A A A A A A A A A A A A A A A A A RM3286 5 29.54 A A A A A A H A H A A H H A A A H A A A A A H A A A A A A A A RM8121 6 0.38 A A A A A A A A A A A A A H A A A A A A A A A H H A A A A A A RM3805 6 2.85 A A A A H A A A H H A A A H H A A A A A A A A H H A A A A A A RM4608 6 4.30 A A A H H A A A H H A A A H H H A A A A A A A H H A A A A A A RM5585-1 6 7.61 A A A A H A A A H H A A A A H H A A A A A A A A A A A A A A A Hd1 6 9.34 A A A A A A A A A A A A A A H H A A A A A A A A A A A A A A A RM19830 6 10.57 A A A A A A A A A A A A A A H H A A A A A A A A A A A A H A A RM19951 6 12.98 A A A A A A A A A A A A A A H H A A A A A A A A A A A A H A A RM20048 6 16.10 A A A A A A A A A A A A A A H H A A A A A A A A A A A A H A A RM6818 6 16.58 A A A A A A A A A A A A A A H H A A A A A A A A A A A A H A A RM20158 6 19.70 A A A A A A A A A A A A A A H H A A A A A A A A A A A A H A A RM1340-1 6 23.34 A A A A A A A A A A A A A A A H H A A A A A A A A A A A A A A RM5509 6 27.83 A A A A A A A A A A A A A A A A H A A A A A A A A A A A A A A RM3307 6 28.95 A A A A A A A A A A A A A A A A H A A A A A A A A A A A A A A RM5463-1 6 30.99 A A A A A A A A A A A A A A A A H A A A A A A A A A A A A A A RM4584 7 0.50 A A A A A A A A A A A A A A A A A H A A A A A A A A A A A A A RM5752-1 7 2.57 A A A A A H A A A A A A A A A A A A H H A A A A A A A A A A A RM7479-1 7 4.14 A A A A A H A A A A H A A A A A A A H A A A A A A A H A A A A RM8006 7 7.69 A A A A H H A A A A H A A A A A A A H A A A A A A A H A A A A RM5499 7 9.99 A A A A H H A A A A H A A A A A A A H A A A A A A A H A A A A RM3832 7 12.71 A A A A H H A A A A H A A A A A A A H A A A A A A A H A A A A RM5481-1 7 16.20 A A A A H H A A A A A A A A A A A A H A A A A A A A A A A A A RM6835 7 17.69 A A A A H H A A A A A A A A A A A A H A A A A A A A A A A A A RM3404-1 7 20.11 A A A A H H A A A A A A A A A A A A H A A A A A A A A A A A A RM6326 7 24.20 A A A A H A A A A A A A A A A A A A H A A A A A A A A A A A H RM1330-1 7 25.66 A A A A H A A A A A A A A A A A A A H A A A A A A A A A A A H RM7601 7 29.04 A A A A H A A A A A A A A A A A A H A A A A A A A A A A A A A RM1381 8 0.42 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM1148 8 3.74 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM6838 8 5.85 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM22679 8 8.58 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM3395 8 10.29 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM6032 8 11.90 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM22839 8 12.41 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM22934 8 15.97 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM5767 8 18.82 A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A A RM7556 8 22.21 A A A A A A A A A A A A A A A A A A A H H A A A A A A A A A A RM3155-1 8 27.91 A A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A RM4997 8 28.24 A A A A A A A A A A A A A A A A A A A A H A A A A A A A A A A RM3609 9 1.16 A A A A A A A A A A A A A A H A A A A A A H A A A A A A A A A RM23766 9 3.64 A A A A A A A A A A A A A A H A A A A A A H A A A A A A A A A RM23823 9 5.13 A A A A A A A A A A A A A A H A A A A A A H A A A A A A A A A RM7481 9 6.59 A A A A A A A A A A A A A A H A A A A A A H A A A A A A A A A RM1328 9 9.21 A A A A A A A A A A A A A A H A A A A A A H A A A A A A A A A RM6051 9 12.83 A A A A A A A A A A A A A A A A A A A A A H A A A A A A A A A RM3700 9 15.43 A A A A A A A A A A A A A A A A A A A A A H H A A A A A A A A RM6235 9 16.68 A A A A A A A A A A A A A A A A A A A A A H H A A A A A A A A RM5786-1 9 19.79 A A A A A A A A A A A A A A A A A A A A A H H A A A A A A A A RM6971 9 21.89 A A A A A A A H A A A H A A A A A A A A A A H A A A A A A A A RM6797 9 22.71 A A A A A A A H A A A H A A A A A A A A A A H A A A A A A A A RM7492 10 0.05 A A A A A A A A A A A A A A A A A A A A A A A H H A A A A A A RM7545 10 3.81 A A A A A A A A A A A A A A A A A A A A A A A H H A A A A A A
